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The purpose of this project is to evaluate how much size of system is necessary for TUBAME whose
performance is demonstrated when the CHARMm of Accelrys Inc. is used. So this project uses the DNA
double helix, HIV-1 reverse transcriptase cross-linked to template-primer (PDB ID: 1T05) and drosophila
nucleosome core (PDB ID 2PYO) for calculating model and tries to simulate with molecular dynamics.
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8 15.93 [min]
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