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We continued the development of largely parallelized program of molecular dynamics (MD)
simulation using multiple GPU devices. We performed the molecular dynamics simulation of
liquid-solid phase transition simulation by using GPU devices. In addition, we propose the new
simulation method for phase transition simulation. We analyzed the performance of new simulation
method, then we found that the phase transition frequencies increases by using our method.

We have performed the MD simulation for the phase transition. However the large-scale MD

simulation with FMM which we planned has not been performed.
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