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D2aL—2av TN, M. rylovae @ Elovle DEEHEMREKRFEICOVTREILTLS.

Transcriptomic analysis of Melita rylovae identified the expression of Elovi6. The amino acid
sequence of M. rylovae Elovl6 was determined by translation of the identified mRNA and used to
predict its structure. The predicted structure was evaluated by the Ramachandran plot. The results
showed that most of the predicted structure of the M. rylovae Elovl6 including active site has high
confidence. Molecular dynamics simulation by using the predicted structure has been running to

investigate the specificity or temperature-dependent activity of the enzyme.
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