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Recently, PARP inhibitors based on the principle of synthetic lethality have received renewed
attention as a treatment for BRCA mutation-positive cancers, and their efficacy has been confirmed in
a variety of carcinomas, leading to broad reverse innovation. 38 genes obtained by CRISPR screening
are drug discovery targets, ranked from highest to lowest in terms of protein structure and molecular
biology. Protein structures and thermodynamic analyses were performed to find candidate compounds

for functional inhibitors.
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